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PERSONAL INFORMATION

Name: Cheng-Fu Kao
Date & Place of Birth: June 20, 1967, Yun-Lin, Taiwan
Marital Status: Married

EDUCATION

April 2002 — November, 2006  Postdoctoral training with Mary Ann Osley
at University of New Mexico

October 1997 — May 2002 Ph. D. Department of Biochemistry
University of Edinburgh

September 1991- July 1993 M. A., Depart of Nutrition, Fu-Jen Catholic
University, Taiwan

September 1987- July 1991 B.S., Depart of Nutrition, Fu-Jen Catholic

University, Taiwan

APPOINTMENTS

9/01, 2022- present Deputy Director, Institute of Cellular and Organismic
Biology, Academia Sinica

6/01, 2020- present Research Fellow, Institute of Cellular and
Organismic Biology, Academia Sinica

3/10, 2015- 5/31, 2020 Associate Research Fellow, Institute of Cellular
and Organismic Biology, Academia Sinica

11/08, 2006-2015 3/09 Assistant Research Fellow, Institute of Cellular
and Organismic Biology, Academia Sinica

3/01, 2005-10/31, 2006 Research assistant professor, University of New
Mexico Health Sciences Center

4/22, 2002-2/28, 2005 Postdoctoral Fellow, University of New Mexico
Health Sciences Center.



8/1, 1996- 7/31, 1997 Teaching Assistant, in Biochemistry, Fu-Jen
Catholic University, Taiwan.

PROFESSIONAL EXPERIENCES

9/1, 2017 - 8/31, 2018 Visiting scientist in Dr. Sue Biggins’s
laboratory in the Fred Hutchinson Cancer
Research Center, Seattle, USA

3/1, 2012 - 3/31, 2012 Visiting scientist in Dr. Marco Foiani’s laboratory,
IFOM - Fondazione Istituto FIRC di Oncologia
Molecolare, Milan, Italy

1/1, 2016 — 3/31, 2016 Visiting scientist in Dr. Helle Ulrich’s laboratory in

the Institute of Molecular Biology, in Mainz,
Germany

HONORS AND AWARDS

5/1 2022 Outstanding Research Award, Ministry of Science
and technology, Taiwan

1/1, 2016 — 3/31, 2016 EMBO short-term fellowship to visit the Institute of
Molecular Biology, in Mainz, Germany

1/1, 2009 - 12/31, 2011 Career Development Grant, National Health
Research Institutes, Taiwan

7/1, 2005 - 6/30, 2008 Special Fellow, Career Development Program, The
Leukemia & Lymphoma Society, USA
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GRANTS

On-going support

MOST 111-2320-B-001 -029 -MY3 8/1/2022-7/31/2025
Epigenetic mechanism in the maintenance of the maturation state of cardiomyocyte
Role: PI

MOST 109-2320-B-001 -017 -MY3 8/1/2020-7/31/2023
Investigating the Role of H3K4 Methylation in Suppressing Endogenous DNA
Damage and Promoting genome stability

Role: PI

AS-GCS-110-01 1/1/2021-12/31/2022
Co-evolution of extrachromosomal circular DNA and transcriptional condensates
Role: Program director

Completed support

AS-108-TP-L07 1/1/2019-12/31/2021
Homology directed repair and recombination: mechanisms, regulation and evolution
Subproject 2: The role of chromatin structure in DNA damage repair during cell cycle
and in response to replication fork stalling

Role: PI



MOST 108-2320-B-001-019 8/1/2019-7/31/2020
Deciphering the functional links between histone H3K4 methylation and cellular
metabolism in chromatin dynamics

Role: Pl

AS-107-TP-A06 1/1/2018-12/31/2020
Evolution and the Mechanism of Gene Dosage Buffering in Eukaryote

Subproject 2: The Mechanism of Gene Dosage Buffering during S Phase and in
aneuploidy

Role: Program director

MOST 105-2320-B-001 -023 -MY3 8/1/2016-7/31/2019
The function of histone H2B ubiquitylation in modulating DNA damage tolerance
Role: PI

AS-103-TP-B02 (Thematic research program) 1/1/2014-12/31/2016

Spatial-Temporal Chromatin organization during DNA Replication Checkpoint
Activation

Role: Pl

MOST 104-2320-B-001-024 —(Project Plan) 8/01/2015-7/31/2016

Investigate the role of Rnf20 E3 ubiquitin ligase in embryogenesis and tumorigenesis
in a loss-of-function mouse model

Role: Pl

MOST 103-2320-B-001 -015 —(Project Plan) 8/01/2014-7/31/2015
Functional Roles of Dynamic H2B Monoubiquitylation in Mammals
Role: PI

NSC 102-2320-B-001-020- 8/01/2013-7/31/2014
Role of Chromatin structure in genome stability during chronological aging
Role: PI

NSC 100-2911-1-001-510 11/01/2011-10/31/2012
New Partnership Program for the Connection to the Top Labs in the World

The mechanism of histone variant H2A.Z modulating DNA demethylation during cell
differentiation

Role: PI



Postdoctoral research fellow: Dr. Chen-Yi Wang
Collaborator: Dr. Didier Devys, Institut de Génétique et de Biologie Moléculaire
et Cellulaire (IGMBC)

NSC 100-2923-B-001-001-MY3 01/01/2011-12/31/2013

An international cooperation grant between NSC, Taiwan and ANR, France
Dynamic Roles of H2B Monoubiquitylation in Eukaryotic Cells

Role: Co-PI
Collaborator: Dr. Didier Devys, Institut de Génétique et de Biologie Moléculaire
et Cellulaire (IGMBC)

NSC 98-2320-B-001-015-MY3 8/01/2009-7/31/2012
Constructing cellular and physiological functions of histone H2B ubiquitylation
Role: PI

AS-99-TP-B20 1/1/2010-12/31/2012
Molecular mechanism of H2B ubiquitylation and ribosome synthesis
Role: PI

NHRI EX98-9817NC 1/01/2009 — 12/31-2011
Roles of Histone H2B modifications in DNA repair and cell cycle checkpoint control
Role: PI

NSC 98-3111-B-001-007 12/01/2008-9/30/2011
Epigenetic profiling and correlation of targeted genes with DNA methylation in stem
cells

Role: Co-PlI

NSC 96-2321-B-001-028-MY 2 10/01/2007-7/31/2009
Molecular analysis of yeast ortholog of the human MLL leukemia oncogenes
MLL

Role: PI

INVITED TALKS

2021
7127 National Institute of Cancer Research, NHRI, Taiwan
2/24-25 15th ASIAN EPIGENOMICS MEETING 2021



2019

10/16-18

9/5-6

11/15-17

2018

12/9-11
7/11

2016

6/27

2015
9/15-17

2014
3/12

2013
3/20

9/2

2011

5/19

6/6

9/29-30
10/28

11/28-29

2010

Abcam Epigenetics Meeting, Academia Sinica

18th Cross-Strait Symposium on Biomedical Research &

16th Symposium of the Frontiers of Biomedical Sciences

The Taiwan Society for Biochemistry and Molecular Biology Autumn
Camp

Mini-symposium for chromosome Biology, Academia Sinica
Hosted by Dr. Sue Biggins, Director of Basic Sciences Division, Fred
Hutchinson Cancer Research Center

UMMS-Academia Sinica-NHRI joint Symposium 2016

International RecA and Chromosome Biology conference

Institute of Biotechnology National Cheng Kung University

Keystone Symposia: Epigenetic Marks and Cancer Drugs, Santa Fe,
New Mexico, USA

Message from Yeast to Epigenetics ~ Yeast clarifies the frontiers of
life science, Fukui, Japan

Medical School, National Taiwan University

Institute of Genetics and Molecular and Cellular Biology

Strasbourg, France

The 9th Symposium of Bioinformatics and Systems Biology in Taiwan
Institute of Bioinformatics & Signal Transduction,

National Cheng-Kung University

Taiwan-UK Collaborative Forum: Systems Biology Symposium,
National Taiwan University



4/ 8-9 Academia Sinica - Kumamoto University Joint Conference on
Organogenesis

7/ 21-23 Biological Summer Camp
9/ 6 National Institute of Cancer Research, NHRI
2009
4/28 Department of Entomology, National Taiwan University
6/26 The 18" South Taiwan Statistics Conference, Kaoshiuang, Taiwan
8/19-21 Biology Summer Camp, Sitou, Taiwan
10/26 1st Taipei Epigenetics and Chromatin Meeting
11/7 Biotechnology Taiwan 2009
2008
7/5 National Health Research Institute, Taiwan
10/15 Institute of Plant and Microbiology, Academia Sinica
11/26-29 International Symposia on Nuclear Architecture and Chromatin
Dynamics, Hyderabad, India
2007
8/1 Yeast Biology Annual Meeting, Taipei
12/3 Toxicology Group Meeting, Academia Sinica
SERVICES
® Grant and manuscript review
2013 National Taiwan University Reviewer for Career Development
Award
2014 National Science Council Reviewer for Project Plan
2015 MOST Reviewer for Project Plan
2016 MOST Reviewer for Project Plan
2017 MOST Reviewer for Project Plan
2019 EMBOJ Reviewer for manuscript
2021 Sci Adv. Reviewer for manuscript

® |ectures

1. 2021-present Core approaches for current molecular biology research for
TIGP-MBAS, TIGP-MCB and TIGP-MM, Academia Sinica

2. 2010-present Genomics and Systems Biology in Degree program of Genomics
and Systems Biology, National Taiwan University and Academia Sinica

3. 2009-present Advanced Animal Biology in The Taiwan International Graduate



Program (TIGP) in Molecular and Biological Agricultural Sciences (MBAS),
Academia Sinica

4. 2012-present Special Topics in Cellular and Organismic Biology in Graduate
School, Department of Life Science, National Taiwan University

® Committee members
B External committee
1. 2018- present Member for the committee of Life Science library
2. 2009-2011  Advanced Bioinformatics Core Facility of National Research
Program for Genomic Medicine
3. 2014-2016  Flow cytometry User Committee of Academia Sinica

B Internal committee of ICOB, Academia Sinica

1. 2021 Chair of Information Technology Management
Committee, ICOB
2. 2020 Chair of recruitment committee for the manager of

ICOB Bioinformatic Core
3. 2018-2019  Host of Seminar series for Genomic Research (4
speakers)
2014-2017 Chair for Committee of Instrument management
2008-present Committee of Instrument management
2012-2016  Seminar Committee of ICOB
2011-2013  Organizer for Poster competition
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